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J04423 E coli bioB gene biotin synthetase (-5, -M, -3 represent transcript regions 
5 prime, Middle, and 3 prime respectively) 

Sequence 

>HUGENE FL : AF FX - B I OB - M_S T 

gccggagttttacggcaatatcatcaccacacgcacttatcaggaacgcctcgatacgct 
ggaaaaagtgcgcgatgccgggatcaaagtctgttctggcggcattgtgggcttaggcga 
aacggtaaaagatcgcgccggattattgctgcaactggcaaacctgccgacgccgccgga 
aagcgtgccaatcaacatgctggtgaaggtgaaaggcacgccgcttgccgataacgatga 

tgtcgatgcctttgattt 



Probe Info 



Probe Probe 
Probe Sequence(5'-3') x Y 

GATGATATTGCCGTAAAACTCCGGC 201 

TGTGGTGATGATATTGCCGTAAAAC 202 

JAAGTGCGTGTG GTG ATG ATATTGC 203 

GTTCCTGATAAGTGCGTGTGGTGAT 204 

ATCGAGGCGTTCCTGATAAGTGCGT 205 

GCATCGCGCACTTTTTCCAGCGTAT 206 

GATCCCGGCATCGCGCACTTTTTCC 207 

GACTTTGATCCCGGCATCGCGCACT 208 

CGCCAGAACAGACTTTGATCCCGGC 209 

CCCACAATGCCGCCAGAACAGACTT 210 



Probe 

Interrogation strandedness 
Position 
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TGCAGCAATAATCCGGCGCGATCTT 
TTGCCAGTTGCAGCAATAATCCGGC 
CGGCAGGTTTGCCAGTTGCAGCAAT 
ATGTTGATTGGCACGCTTTCCGGCG 
CACCAGCATGTTGATTGGCACGCTT 
TTCACCTTCACCAGCATGTTGATTG 
AGCGGCGTGCCTTTCACCTTCACCA 
CATCATCGTTATCGGCAAGCGGCGT 
GCATCGACATCATCGTTATCGGCAA 
AAATCAAAGGCATCGACATCATCGT 
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Sense 
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Sense 
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Sense 
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Sense 
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Sense 
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Sense 
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Sense 
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Sense 


219 11 


707 


Sense 
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716 


Sense 
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